


QUESTION ONE: THE EVOLUTION OF CAMELIDS

Camelids are a group of living and extinct mammals that are currently represented by at least six species. 
Fossil and genetic evidence is shedding light on the evolutionary relationships between these species, and 
the role of adaptation and human influence on their evolution.

Camelids are divided into two main groups: 

• Camelinae are Old World species native to Africa, Asia, and recently introduced into Australia and 
are represented by the dromedary or Arabian camel (Camelus dromedarius) and the Bactrian camel 
(C. bactrianus). These two species have been domesticated by humans for thousands of years. 

• Laminae are New World species native to South America. These include the llama (Lama glama) 
and alpaca (Vicugna pacos), which were domesticated around 6000 years ago, and their wild 
ancestors, the guanaco (L. guanicoe) and vicuña (V. vicugna). 

The domestication of camelids was vital in allowing humans to survive in marginal environments. 
Camelids provide transportation, meat, wool, and milk, and their dried dung can be burnt for fuel. 

Camelids originated in North America around 45 million years ago (mya). The ancestral camelid was a 
short (30-cm-tall) herbivore that browsed on low-growing vegetation. It quickly diverged into a number 
of species that occupied a wide range of niches, including a now extinct 3-metre-tall giraffe-like species 
that browsed leaves high up in the trees.

Around 6 mya, a temporary land bridge between North America and Asia formed, allowing for dispersal 
of camelids into Asia, Europe, and Africa. Similarly, the formation of a land bridge between North and 
South America around 3 mya allowed for their dispersal into South America. 

Camelids in North America became extinct around 10 –12 000 years ago, corresponding to a changing 
climate, and the reappearance of land bridges from Asia that allowed for the migration of humans into 
North America.

Old World camelids often live in hot, sandy environments with limited water supplies and vegetation. 
In contrast to this, the New World camelids live in cooler, high altitude regions in the South American 
Andes mountains. Camelids have a range of adaptations and corresponding genetic changes to help them 
thrive in their environments. These traits have been further modified through selective breeding and 
hybridisation between the species. 

Old World camelids possess large fat deposits in the form of one or two humps on their backs, which can 
be metabolised for energy and a source of water. They have long legs, a thick coat, and efficient kidneys. 
Their blood is hyperglycemic, they can tolerate a wide range of internal body temperature, and can 
survive up to 10 days without drinking. Studies into their genetics have shown rapid, recent changes in a 
large number of genes, including:

Genes Function

ACC2, DGKZ, GDPD4 Insulin responses, fat metabolism, mitochondrial function

ERP44, NFE2G2, MGST2 Heat stress and water loss

NR3C2, IRS1 Kidney function

AQP1, AQP2, AQP3 Water reabsorption

NFAT5, GLUT Blood glucose levels

New World camelids are smaller and lack the humps of their Old World relatives. Studies of New World 
camelids compared the genomes of the domesticated species with those of their wild ancestors. Changes 
were found in genes responsible for coat fibre characteristics, coat colour, milk production, reproduction, 
social behaviours, and response to low oxygen levels.
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Figure 1. Classification and distribution of camel species 
Source: https://www frontiersin.org/articles/10.3389/fgene.2019.00588/full

Analyse the information provided in the resource material, and integrate it with your biological 
knowledge to:

• discuss the ecological and evolutionary processes and patterns that have led to the diversity of the 
camelidae family

• discuss the impact of genetic changes in the evolution of camelids

• evaluate the role humans have played in the evolution of camelids.
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QUESTION THREE: BIOLOGICAL CONTROL 

Honeydew is produced by small scale insects (Ultracoelostoma spp.) that live within the bark of beech 
trees (Nothofagus spp.). These insects are very simple in body structure, and are related to aphids. They 
are described as looking like a little flattened sac with no wings or legs. They are just mouthparts with a 
very long anal tube, which is the one part of the insect that you can see protruding as a thin waxy stem 
from the bark of the tree. The tube often has a small drop of sweet sugary honeydew on the end.

The large beech forests of New Zealand’s national parks – Abel Tasman, Kahurangi, and Nelson Lakes – 
are swarmed every year by millions of wasps that were introduced. They are attracted to the honeydew – 
the filament with a sugary drop that hangs from the blackened bark of beech trees. 

These droplets are a rich source of food for a number of organisms. For bats, tūī, kākā, and bellbirds, it 
is an easy and important energy source. Tūī have been observed working their way up and down beech 
trees, eating the small droplets of honeydew as they go. This food resource is available all year round, so 
in the winter months when nectar is scarce, the honeydew is an important food source for the birds.

Other native organisms also benefit from this sweet, sugary syrup. As the honeydew drops from the end of 
the anal tube, it covers the bark and ground surrounding the tree. This promotes the growth of black sooty 
mould fungi that eventually grow to cover the bark of the tree. These dense black fungi are an important 
food source for a range of animals, including several species of beetles and moths. These small insects 
also provide food for birds.

Prior to the introduction of wasps, the honeydew droplets that were not eaten by native birds and insects 
fell to the ground, contributing to the nutrient make-up of the soil. 

The German wasp, Vespula germanica, and common wasp, V. vulgaris are wasps that live in multi-
generational family groups that can form very large colonies of several thousand individuals. Both 
species nest in holes in the ground and are also found in rotten logs or stumps, in forest litter, and in trees. 
Colonies of both Vespula species have a caste system, with queens, workers, and males (drones). The 
workers collect food, water, and nesting material, caring for the brood and for nest defence. German wasps 
have the capacity to maintain large overwintering nests, whereas the common wasp colonies die in winter. 
In spring, fertile queen wasps emerge from winter hibernation to find a suitable place to build a nest.

Figure 7. Two species of wasp.
Source: www.stuff.co nz/environment/wasp-wipeout/85981172/
ruthless-villains-dangerous-invaders-a-history-of-german-wasps-in-
new-zealand

Figure 8. Common wasp obtaining honeydew from the anal 
tube of Ultracoelostoma brittini.
Source: www.stuff.co nz/environment/wasp-wipeout/88128289/
the-hidden-impacts-of-invasive-wasps-on-our-native-forests--wasp-
wipeout

The removal of honeydew by introduced wasps affects a wide range of species, including bellbirds, tūī, 
kākā, fungi, bacteria, beetles, mites, and other flora and fauna. 

Recently, approval has been granted to release biological control agents of the wasp: the parasitoid 
hoverfly (Volucella inanis) and the wasp-nest beetle (Metoecus paradoxus). Both of these species have no 
known effect on the honey bee (Apis mellifera), bumble bee (Bombus spp.), or native bees (Leioproctus 
fulvescens and Lasioglossum sordidum). 
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Adults of the wasp-nest beetle, Metoecus paradoxus, are short-lived and do not feed. They lay eggs in 
wood and bark outside the wasp nest. Wasps forage for wood pulp to make their nest and the larvae of the 
wasp-nest beetle (who are living in the wood and bark) cling onto the wasp and get returned to the nest, 
where the beetles’ larvae attack the wasp larvae. The beetle is a brood parasite of Vespula with one beetle 
larva requiring one wasp larva to complete its development. 

Adult beetles smell like wasp queens and can enter and leave Vespula nests without being attacked.
Volucella inanis, the hoverfly, is a brood parasite of Vespula wasps. One hoverfly larva requires at least 
two Vespula larvae to complete development. The adult hoverfly looks like a wasp and is complemented 
by chemical smell, so the hoverfly larvae are undetected by worker wasps in the nest. 

Metoecus paradoxus – Wasp-nest beetle Volucella inanis – Hoverfly
• Target mainly Vespula vulgaris. 
• Adults are short-lived and do not feed. 
• Female lays several hundred eggs. 
• One wasp larva per beetle. 

• Target species in the subfamilies Vespinae. 
• Adults feed on pollen.
• Female lays 300–660 eggs. 
• Two wasp larvae per hoverfly.

Figure 9. Wasp-nest beetle (Metoecus paradoxus)
Source: https://resources.stuff.co nz/content/dam/images/4/y/r/1/7/2/
image related.StuffLandscapeSixteenByNine.1420x800.21zk4x.
png/1613611350238.jpg

Figure 10. Parasitoid fly (Volucella inanis)
Source: https://live.staticflickr.com/65535/50183715902_0f5047c3
1a_n.jpg

Analyse the information provided in the resource material, and integrate it with your biological 
knowledge to discuss: 

• the biological features that make M. paradoxus and V. inanis good biological control agents of 
V. vulgaris and V. germanica

• the possible positive and negative ecological impacts that scientists need to consider before 
releasing the biological control agents. 
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